. Quantitative contribution of environmental parameters to bacterial community structure determined by permutational multivariate analysis of variance using distance Matrices (permanova). Figure S2 . Extended error bar plot showing the mean proportion (%) and the difference in the mean proportion of gene counts at level three of the BRITE functional hierarchy between oxicanoxic and oxic treatments with 95 % confidence intervals. Significant differences in gene abundances were determined using two-sided Welch's t-tests (alpha = 0.05) with a Bonferroni multiple test correction to control for false discovery rate.
